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' Asteria” User guide v1.0, available on https://scipio.bio
2 Cytonaut™ User guide v1.5, available on https://scipio.bio

*Monaco G et al. (2019). RNA-Seq Signatures Normalized by mRNA Abundance
Allow Absolute Deconvolution of Human Immune Cell Types Cell Rep. 26, 1627-1640.

“Lindquist, J.A., Mertens, P.R. Cold shock proteins: from cellular mechanisms to
pathophysiology and disease. Cell Commun Signal 16, 63 (2018).

* GSEA (2015), HALLMARK_APOPTOSIS [database]. Retrieved from http://www.gsea-
msigdb.org/gsea/msigdb/human/geneset/HALLMARK_APOPTOSIS.html.
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